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Description It aggregates protein panel data and metadata for protein quantitative
trait locus (pQTL) analysis using 'pQTLtools' (<https:
//jinghuazhao.github.io/pQTLtools/>).
The package includes data from affinity-based panels such as 'Olink' (<https://olink.com/>)
and 'SomaScan' (<https://somalogic.com/>), as well as mass spectrometry-based panels from
'CellCarta' (<https://cellcarta.com/>) and 'Seer' (<https://seer.bio/>). The metadata
encompasses updated annotations and publication details.

License MIT + file LICENSE
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Depends R (>= 3.5.0)
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RdMacros Rdpack
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VignetteBuilder knitr

LazyData Yes

LazyLoad Yes

LazyDataCompression xz

NeedsCompilation no
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